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Abstract

Background. This study aimed to investigate the prevalence, management, and comorbidities of diabetes
mellitus among Korean adults.

Methods. Data from the Korea National Health and Nutrition Examination Survey (2019-2022) were
analyzed to assess the prevalence, treatment, risk factors, and comorbidities of diabetes. Comparisons
between young and older adults with diabetes were emphasized.

Results. Among Korean adults aged >30 years, the prevalence of diabetes is 15.5% during 2021-2022.
Of these, 74.7% were aware of their condition, 70.9% received antidiabetic treatment, and only 32.4%
achieved glycosylated hemoglobin (HbA1c) <6.5%. Moreover, 15.9% met the integrated management
targets, which included HbA1c <6.5%, blood pressure <140/85 mm Hg, and low-density lipoprotein
cholesterol <100 mg/dL. In young adults aged 19 to 39 years, the prevalence of diabetes was 2.2%. Among
them, 43.3% were aware of their condition, 34.6% received treatment, and 29.6% achieved HbA1c <6.5%.
Obesity affected 87.1%, and 26.9% had both hypertension and hypercholesterolemia. Among adults aged
265 years, the prevalence of diabetes was 29.3%, with awareness, treatment, and control rates of 78.8%,
75.7%, and 31.2%, respectively. Integrated management targets(HbAlc <7.5%, hypertension, and lipids)
were achieved by 40.1%.

Conclusions. Diabetes mellitus remains highly prevalent among Korean adults, with significant gaps in
integrated glycemic, blood pressure, and lipid control. Older adults with diabetes show higher awareness
and treatment rates but limited integrated management outcomes. Young adults with diabetes bear a
significant burden of obesity and comorbidities, alongside low awareness and treatment rates. Therefore,
early intervention programs, education, and strategies tailored to younger populations are urgently
required.
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Abstract

Background. NUP98 rearrangements (NUP98r], associated with various hematologic malignancies,
involve more than 30 partner genes. Despite their clinical significance, reports on the clinicopathological
characteristics of rare NUP98r remain limited. We investigated the characteristics of patients with myeloid
neoplasms harboring NUP98r among those identified as having 11p15 translocation in chromosomal
analysis.

Methods. We retrospectively reviewed results from bone marrow chromosomal analyses conducted
between 2011 and 2023 and identified 15 patients with 11p15 translocation. Subsequently, NUP98r were
evaluated using FISH and/or reverse transcription PCR, and clinical and laboratory data of the patients
were analyzed.

Results. NUP98r were identified in 11 patients initially diagnosed as having AML (N=8), myelodysplastic
syndrome (N=2], or chronic myelomonocytic leukemia (N=1), with a median age of 44 yrs (range, 4-77 yrs).
Three patients had a history of chemotherapy. In total, five NUP98 fusions were identified: NUP98::DDX10
(N=3], NUP98::HOXA9 [N=2), NUP98::PSIP1 [N=2), NUP98::PRRX1 (N=1), and NUP98::HOXC11 (N=1).
Patients with NUP98r exhibited a poor prognosis, with a median overall survival of 12.0 months (95%
confidence interval [Cl], 3.4-29.6 months) and a 5-yr overall survival rate of 18.2% (95% Cl, 5.2%-63.7%).

Conclusions. Our study revealed the clinical and genetic characteristics of patients with myeloid
neoplasms harboring rare and non-cryptic NUP98r. Given its association with poor prognosis, a
comprehensive evaluation is crucial for identifying previously underdiagnosed NUP98r in patients with
myeloid neoplasms.
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[Deaths attributable to antimicrobial resistance (AMR) compared to other major causes of death]

resistant Gram-negative Bacilli, CRGNB)Q! carbapenem-resistant Enterobacterales
(CRE), carbapenem-resistant Acinetobacter baumannii (CRAB), carbapenem-resistant

WHO BPPL 2017

Acinetobacter baumannii,
carbapenem-resistant
Pseudomonas aeruginosa,
carbapenem-resistant

Klebsiella pneumoniae, third-
generation cephalosporin-resistant

Escherichia coli, third-generation

4 cephalosporin-resistant
5 Klebsiella pneumoniae,

carbapenem-resistant
6 Enterobacter species, third-

generation cephalosporin-resistant
Serratia species, third-generation
cephalosporin-resistant

Proteus species, third-generation
cephalosporin-resistant
Enterobacter species,
carbapenem-resistant
Escherichia coli,
carbapenem-resistant
Enterococcus faecium,
vancomycin-resistant

Providencia species, third-
. generation cephalosporin-resistant
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WHO BPPL 2024

Klebsiella pneumoniae,
carbapenem-resistant
Escherichia coli, third-generation
cephalosporin-resistant
Acinetobacter baumannii,
carbapenem-resistant
Mycobacterium tuberculosis,
rifampicin-resistant
Escherichia coli,
carbapenem-resistant
Klebsiella pneumoniae, third-
generation cephalosporin-resistant
Salmonella Typhi,
fluoroquinolone-resistant
Shigella species,
fluoroquinolone-resistant
Enterococcus faecium,
vancomycin-resistant
Pseudomonas aeruginosa,
carbapenem-resistant
Non-typhoidal Salmonella,
fluoroquinolone-resistant
Enterobacter species,
carbapenem-resistant

Pseudomonas aeruginosa
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OF 83%9| T#F0|A FHH'E Eall2 AV} 2RIE[R=H| 0|2 CHEE Acinetobacter species
O\ E0|MoE A= OXA-23, OXA-24/40, OXA-582 EOIE|9{on], CH2 12t SA Al
o2 FMufE 2 9= KPC, NDM, VIM, IMP, OXA-48 S0| EtAE|= H|ES 0} ML

Carbapenem-Resistant Carbapenem-Resistant Carbapenem-Resistant
Enterobacterales (CRE) Pseudomonas aeruginosa Acinetobacter baumannii
(CRPA) (CRAB)

35.43% of CRE submitted tothe ARLab 2,549 of CRPA submitted to the AR Lab  2.3% of CRAB submitted to the AR Lab
Network from 2017 through 2023 hada  Network from 2017 through 2023 hada  Network from 2017 through 2023 had a
targeted carbapenemase gene targeted carbapenemase gene targeted carbapenemase gene
detected. detected. detected.

= 35.43% carbapenemase genes i 2.54% carbapenemase genes

2.3% carbapenemase genes
detected detected . d

etected

64.57% carbapenemase genes not 97.46% carbapenemase genes not

97.70% carbapenemase genes not
detected detected

detected

[2017-2023 CDC Antimicrobial Resistance Laboratory Network data]
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EILICE 20| M= Xpert Carba-R ZAIE Al&iata Q1201 KPC, NDM, VIM, IMP, OXA-482 &0l
& 4 QUBLck
I T T
Doripenem <=1 2 >=4
Ertapenem <=0.5 1 >=2
Enterobacterales :
Imipenem <=1 2 >=4
Meropenem <=1 2 >=4
Doripenem <=2 4 >=8
P. aerusinosa Imipenem <=2 4 >=8
Meropenem <=2 4 >=8
Doripenem <=2 4 >=8
Acinetobacter spp Imipenem <=2 4 >=8
Meropenem <=2 4 >=8

GEED

CRGNBY| At2E 4= Q= SHMHIZ = colistin, tigecycline, fosfomycin S0| 20 AHSH| 7HEH=
SIMH| 2 beta-lactam H|¥ &MH|Q beta-lactamase inhibitor2 Z§HA|Z! ceftolozane/
tazobactam, ceftazidime/avibactam, meropenem/vaborbactam, imipenem/ relabactam S0
USLICE Al F LA 57122 |2 = ceftolozane/tazobactam (X{EIAD2} ceftazidime/
avibactam (XHH[M[ZER)Z} Ql20{ ZIZt 2022'3 101 2024H 282 712 207t ME
£|0] CRGNB & etX=0i1A| 528t X2 SN2 MSstn AsLIC
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